The survival of Escherichia coli strains in sea water appears not to be affected by the possession of an R+ factor. Sea water induces no detectable curing of R+ E.
Recent workers have demonstrated the existence of significant numbers of coliforms with transferable multiple drug resistance in fresh water and the sea (3, 10, 11) and have raised the question of the public health implications of this contamination. A serious analysis of the degree to which R+-containing bacteria in sewage-contaminated water are a factor in the spread of resistance transfer factors in the swimming population would require accurate information on the distribution of these bacteria. Richmond (9) has shown that 95% of the R+ bacteria in urban sewage originate from healthy humans and estimates by Datta (2) , Moorhouse (7) , and Linton et al. (5) (8) was used to demonstrate the ability of strains to transfer their resistances to E. coli 711, a naladixic acid-resistant, lactose-negative auxotroph (obtained from E. Moorhouse). Ampicillin was used as a selective marker.
Untreated sewage enters Galway Bay at a series of outfalls. Five sites were chosen. Site 1 was near the outfall; site 2 was 500 yards from the outfall. Sites 3, 4, and 5 were bathing areas approximately 1, 2, and 3 miles from the outfall. Samples were taken as recommended by the American Public Health Association (12) approximately 20 yards offshore at a 10-cm depth at various stages of the tide. Table 1 shows the results from 152 samples that were taken from the Bay at the five sites. The covariance of the 152 paired counts of PFC's and ARPFC's was found to be 0.9447, which is significant at the 0.001% level, showing 
